Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.058; wR factor = 0.123; data-to-parameter ratio = 16.5.
Related literature
For background to Schiff bases and their applications, see: Dhar & Taploo (1982) ; Nelson et al. (2004) ; Silva et al. (2011) . For ring puckering parameters, see: Cremer & Pople (1975) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Refinement R[F 2 > 2(F 2 )] = 0.058 wR(F 2 ) = 0.123 S = 1.03 3289 reflections 199 parameters H-atom parameters constrained Á max = 0.13 e Å À3 Á min = À0.12 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg3 is the centroid of the C6-C11 benzene ring. Data collection: X-AREA (Stoe & Cie, 2002); cell refinement: X-AREA; data reduction: X-RED32 (Stoe & Cie, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ).
Comment
Schiff bases are formed by the condensation of a primary amine with a carbonyl compound (Dhar & Taploo, 1982) . They are widely used for industrial purposes and also exhibit a broad range of biological activities (Silva et al., 2011) . The morpholine moiety has been utilized extensively by the pharmaceutical industry in drug design, often because of the improvement in pharmacokinetic properties it can con&shy;fer. The World Drug Index contains well over 100 drugs incorporating this structural feature, including its presence as a side-chain, scaffold, and within fused-ring systems. The biological utility of molecules containing the morpholine moiety is wide-ranging (Nelson et al., 2004) . Therefore, Schiff base (I), which has the two morpholine rings, was synthesized and its X-ray structure is reported here.
The two morpholine rings (N1/O1/C1-C4 and N3/O3/C13-C16) of (I), Fig. 1 , adopt a chair conformation with puckering parameters (Cremer & Pople, 1975) (Table 1 ) stabilizes the molecular conformation of (I), forming a pseudo six-membered ring with a graph set motif S(6) (Bernstein et al., 1995) . In the crystal structure, C-H···O hydrogen bonds link the molecules into infinite one-dimensional chains along [001], with a C(4) graph-set motif (Table 1, Fig. 2 ).
Additional C-H···π interactions also assist in the stabilization of the chain. 
Experimental

Refinement
All H atoms were located geometrically with O-H = 0.82 Å, and C-H = 0.93 and 0.97 Å, and refined using a riding model with U iso (H) = 1.2U eq (C) for the aromatic-and methylene-H atoms, and U iso (H) = 1. SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of (I) with the atom-labelling scheme and 30% probability displacement ellipsoids. supplementary materials sup-3 Acta Cryst. (2013). E69, o1571
Figure 2
Packing diagram of (I) viewed down the a axis. Hydrogen bonds are indicated by broken lines. H atoms not participating in hydrogen bonding have been omitted for clarity. 
2-[(E)-(Morpholin-4-ylimino)methyl]-6-(morpholin-4-ylmethyl)phenol
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
